GENETICS 


A PERIODICAL RECORD OF INVESTIGATIONS 
BEARING ON HEREDITY AND VARIATION 


Founded in 1916 
and published by 


The Genetics Society of America 


VOLUME 144, SEPTEMBER-DECEMBER, 1996 


‘ 


GENETICS VOLUME 144, SEPTEMBER-—DECEMBER, 1996 


SALLY LYMAN ALLEN (1997) 

University of Michigan 

KAREN ArRTzT (1996) 

University of Texas, Austin 

James A. BIRCHLER (1996) 

University of Missouri 

Davip BoTsTEIN (1997) 

Stanford University School of Medicine 


ANTHONY H. D. Brown (1997) 
CSIRO Division of Plant Industry 


DEBORAH CHARLESWORTH (1997) 
University of Chicago 

JOANNE CHory (1998) 

The Salk Institute 


ANDREW G. CLARK (1997) 

Pennsylvania State University 

THOMAS W. CLINE (1996) 

University of California, Berkeley 

Nancy L. Craic (1997) 

Johns Hopkins University School of 
Medicine 

ROWLAND H. Davis (1996) 

University of California, Irvine 

RoBIN E. DENELL (1998) 

Kansas State University 


WALTER F. EANEs (1997) 
State University of New York 


WARREN J. EWENs (1998) 
University of Pennsylvania 
VicToriA G. FINNERTY (1996) 
Emory University 


PATRICIA L. FosTER (1998) 
Boston University School of Medicine 


ROGER E. GANSCHOW (1998) 
Children’s Hospital Research 
Foundation 


G. BRIAN GOLDING (1997) 
McMaster University 


EDITORIAL BOARD 


JOHN W. DRAKE, Editor 
Chapel Hill, North Carolina 


IVA GREENWALD (1996) 
Columbia University 

R. Scotr HAWLEY (1997) 
University of California, Davis 
STEVEN HENIKOFF (1998) 

Fred Hutchinson Cancer Center 
RoBeERT K. HERMAN (1996) 
University of Minnesota 

Jovy Hey (1998) 

Rutgers University 


ALAN G. HINNEBUSCH (1997) 
National Institutes of Health 


Ary A. HOFFMANN (1996) 
La Trobe University 


RICHARD R. HUDSON (1998) 
University of California, Irvine 
Nancy A. JENKINS (1998) 
National Cancer Institute 


SUE JINKS-ROBERTSON (1998) 
Emory University 


MARK JOHNSTON (1997) 

Washington University School of 
Medicine 

ELIZABETH JONES (1996) 

Carnegie-Mellon University 

PETER D. KEIGHTLEY (1996) 

University of Edinburgh 

MARK KIRKPATRICK (1996) 

University of Texas, Austin 


WEN-HSIUNG Li (1997) 
University of Texas, Houston 


JENNIFER J. Loros (1998) 
Dartmouth Medical School 


Trupy F. C. MAcKay (1996) 
North Carolina State University 


Russ MAuRER (1998) 
Case Western Reserve University 


Editorial Assistant, PAMELA DRAKE 
Published at Baltimore, Maryland 
by the GENETICS SOCIETY OF AMERICA 
Pre-publication services by Tapsco, Inc. 
Printed by Lancaster Press, Inc. 


AARON P. MITCHELL (1998) 
Columbia University 
KATHLEEN J. NEWTON (1998) 
University of Missouri 

LINDA PARTRIDGE (1996) 
University College London 
PATRICIA J. PUKKILA (1998) 
University of North Carolina 


Mark D. Rose (1998) 
Princeton University 


TRUDI SCHUPBACH (1996) 
Princeton University 

LILLIE L. SEARLES (1998) 
University of North Carolina 
RUTH G. SHAW (1996) 
University of Minnesota 
WILLIAM F. SHERIDAN (1998) 
University of North Dakota 


MICHAEL J. SIMMONS (1997) 
University of Minnesota 
MONTGOMERY SLATKIN (1997) 
University of California, Berkeley 
GERALD R. SMITH (1998) 

Fred Hutchinson Cancer Center 


VENKATESAN SUNDARESAN (1997) 
Institute of Molecular Agrobiology 


NAOYUKI TAKAHATA (1996) 
Graduate University, Kanagawa 


Marcy K. UYENOYAMA (1998) 
Duke University 


Bruce S. WEIR (1998) 
North Carolina State University 


FRED WINSTON (1997) 
Harvard Medical School 


ZHAO-BANG ZENG (1996) 
North Carolina State University 


MIRIAM E. ZOLAN (1998) 
Indiana University 


VOLUME CONTENTS 
to Volume 144, September—December, 1996 


ADAMSON, AMYL., and ALLEN SHEARN, Molecular genetic analysis of Drosophila ash2, a member 
of the trithorax group required for imaginal disc pattern formation 

AGULNIK, SERGE! I., NANCY GARVEY, SARAH HANCOCK, ILYA RUVINSKY, DEBORAH L. CHAPMAN, 
IRINA AGULNIK, RONI BOLLAG, VIRGINIA PAPAIOANNOU and LEE M. SILVER, Evolution of 
mouse T-box genes by tandem duplication and cluster dispersion 


AHMAD, KaMI, and KENT G. GOLIC, Somatic reversion of chromosomal position effects in 


AKASHI, HIROSHI, Molecular evolution between Drosophila melanogaster and D. simulans: Re- 
duced codon bias, faster rates of amino acid substitution, and larger proteins in D. 


ALBERT, BEATRICE, BERNARD GODELLE, ANNE ATLAN, ROSINE DE PAEPE and PIERRE HENRI 
Gouyon, Dynamics of plant mitochondrial genome: model of a three-level selection 


ALLEN, SALLY LYMAN, DAWN ZEILINGER and EDUARDO OrIAS, Mapping three classical isozyme 
loci in tetrahymena: Meiotic linkage of EstA to the ChxA linkage group 

AMIN, NEELAM S., and CONNIE HOLM, /n vivo analysis reveals that the interdomain region of 
the yeast proliferating cell nuclear antigen is important for DNA replication and DNA 


ARAMAYO, RODOLFO, YOAV PELEG, RANDOLPH ADDISON and ROBERT METZENBERG, Asm-I*, a 
Neurospora crassa gene related to transcriptional regulators of fungal development .... 

ARDLIE, KRISTIN G., and LEE M. SILVER, Low frequency of mouse t haplotypes in wild popula- 
tions is not explained by modifiers of meiotic drive 

AvrAM, DorINA, and ALAN T. BAKALINSKY, Multicopy FZF1 (SUL1) suppresses the sulfite 
sensitivity but not the glucose derepression or aberrant cell morphology of a grr] mutant 
of Saccharomyces cerevisiae 

BABCOCK, CHRISTINA S., and MARJORIE A. ASMUSSEN, Effects of differential selection in the 
sexes on cytonuclear polymorphism and disequilibria 

BALAKIREV, EvVGENIY S., and FRANCISCO J. AYALA, Is esterase-P encoded by a cryptic pseu- 

BALLARD, J. WILLIAM O., Joy HATZIDAKIS, TIMOTHY L. KARR and MARTIN KREITMAN, Reduced 
variation in Drosophila simulans mitochondrial DNA 

BARRA, JOSE L., MARIO R. MAUTINO and ALBERTO L. Rosa, A dominant negative effect of 
eth-I, a mutant allele of the neurospora crassa S-adenosyimethionine synthetase-encoding 
gene conferring resistance to the methionine toxic analogue ethionine 

Basi, GABRIELE, and TAMAR ENOCH, Identification of residues in fission yeast and human 
p34? required for S-M checkpoint control 

BATAILLON, THOMAS M., JACQUES L. DAviD and DANIEL J. SCHOEN, Neutral genetic markers 
and conservation genetics: simulated germplasm collections 

BERGHELLA, LIBERA, and PATRIZIO DIMITRI, The heterochromatic rolled gene of Drosophila 
melanogaster is extensively polytenized and transcriptionally active in the salivary gland 
chromocenter 


BONE, JAMES R., and Mitzi I. KuRopA, Dosage compensation regulatory proteins and the 
evolution of sex chromosomes in Drosophila 

BOTELLA, L. M., C. DONoRO, L. SANCHEZ, C. SEGARRA and B. GRANADINO, Cloning and 
Characterization of the scute (sc) gene of Drosophila subobscura 


249-254 


657-670 


1297-1307 


369-382 


1489-1496 


479-493 


991-1003 


1787-1797 


511-521 


839-853 


1511-1518 


1519-1528 


1455-1462 


1413-1424 


409-417 


117-125 


427-437 


705-713 


1043-1051 


| 
| 
Birky, C. WILLIAM JR., Heterozygosity, heteromorphy, and phylogenetic trees in asexual 


BourTZzIs, KOsTAS, ANDRONIKI NIRGIANAKI, GEORGE MARKAKIS and CHARALAMBOS SAVAKIS, 
Wolbachia infection and cytoplasmic incompatibility in drosophila species 

BROWNING, HErpI, LAURA BERKOWITZ, CYNTHIA MADEJ, JANET E. PAULSEN, MIRIAM E. ZOLAN 
and SUSAN STROME, Macrorestriction analysis of Caenorhabditis elegans genomic DNA .. 

CHEN, XIN JIE, and G. DESMOND CLARK-WALKER, The mitochondrial genome integrity gene, 
MGI1, of Kluyveromyces lactis encodes the 6-subunit of F\|-ATPase 

CHEN, YANRU, DAviD M. J. DUHL and Grecory S. BARSH, Opposite orientations of an inverted 
duplication and allelic variation at the mouse agouti locus 

CHESSER, RONALD K., and ROBERT J. BAKER, Effective sizes and dynamics of uniparentally 
and diparentally inherited genes 

CHOU, TZE-BIN, and NORBERT PERRIMON, The autosomal FLP-DFS technique for generating 
germline mosaics in Drosophila melanogaster 

Coss, MATTHEW, Genotypic and phenotypic characterization of the Drosophila melanogaster 
olfactory mutation indifferent 

COMERON, JOSEP M., and MONTSERRAT AGUADE, Synonymous substitutions in the Xdh gene 
of drosophila: Heterogeneous distribution along the coding region 

CONTAMINE, VERONIQUE, GAEL LECELLIER, LEON BELCOUR and MARGUERITE PICARD, Prema- 
ture death in Podospora anserina: sporadic accumulation of the deleted mitochondrial 
genome, translational parameters and innocuity of the mating types 

CORNUET, JEAN MARIE, and GORDON LUIKART, Description and power analysis of two tests 
for detecting recent population bottlenecks from allele frequency data 

Coyne, ROBERT S., and MENG-CHAO YAO, Evolutionary conservation of sequences directing 
chromosome breakage and rDNA palindrome formation in tetrahymenine ciliates .... 


Crow, JAMEs F., A golden anniversary: cattle twins and immune tolerance 

DatTTA, SuUsMITA, MIKE KipARSKy, DAVID M. RAND and JONATHAN ARNOLD, A statistical test of 
a neutral model using the dynamics of cytonuclear disequilibria 

DE BONO, MARIO, and JONATHAN HODGKIN, Evolution of sex determination in Caenorhab- 
ditis: unusually high divergence of tra-] and its functional consequences 

DENG, HONG-WEN, and YUN-XIN Fu, The effects of variable mutation rates across sites on the 
phylogenetic estimation of effective population size or mutation rate of DNA sequences 

DENG, HONG-WEN, and MICHAEL LYNCH, Estimation of deleterious-mutation parameters in 
natural populations 

DERKATCH, IRINA L., YURY O. CHERNOFF, VITALY V. KUSHNIROV, SERGEY G. INGE-VECHTOMOV 
and SusAN W. LIEBMAN, Genesis and variability of [PS/] prion factors in Saccharomyces 


DONNISON, IAIN S., JiIRI SROKY, BORIS VYSKOT, HEINZ SAEDLER and SARAH R. GRANT, Isolation 
of Y chromosome-specific sequences from Silene latifolia and mapping of male sex- 
determining genes using representational difference analysis 

DRAKE, JOHN W., and JAMEs F. Crow, Recollections of HOWARD TEMIN (1934-1994) 


EANES, WALTER F., MICHELE KIRCHNER, JEANNE YOON, CHRISTIANE H. BIERMANN, ING-NANG 
WANG, MICHAEL A. MCCARTNEY and BrIAN C. VERRELLI, Historical selection, amino acid 
polymorphism and lineage-specific divergence at the G6pd locus in Drosophila melanogaster 
and D. simulans 

EGGLESTON, WILLIAM B., NAC R. RIM and JOHNG K. Lim, Molecular characterization of hobo- 
mediated inversions in Drosophila melanogaster 

ELLioTT, BETH, ROBERT S. HALTIWANGER and BRUCE FUTCHER, Synergy between trehalose 
and Hsp104 for thermotolerance in Saccharomyces cerevisiae 

ERDMAN, Scott E., Hut-JU CHEN and KENNETH C. BurRTIs, Functional and genetic character- 
ization of the oligomerization and DNA binding properties of the Drosophila doublesex 
proteins 

EWULONU, U. KEVIN, KERRY SCHIMENTI, BARBARA KUEMERLE, TERRY MAGNUSON and JOHN 
SCHIMENTI, Targeted mutagenesis of a candidate ¢ complex responder gene in mouse ¢ 
haplotypes does not eliminate transmission ratio distortion 


1063-1073 


609-619 


1445-1454 


265-277 


1225-1235 


1673-1679 


1577-1587 


1053-1062 


541-555 


2001-2014 


1479-1487 
855-859 


1985-1992 


587-595 


1271-1281 


349-360 


1375-1386 


1027-1041 


647-656 


923-933 


1891-1899 
1-6 
{ 
i 
1639-1652 | 
785-792 


FORD, MICHAEL J., and CHARLES F. AQUADRO, Selection on X-linked genes during speciation 
in the Drosophila athabasca complex 

FOREMAN, PAMELA K., and RONALD W. Davis, CDPI, a novel Saccharomyces cerevisiae gene 
required for proper nuclear division and chromosome segregation 

FREEBAIRN, KRIS, JANET L. YEN and JOHN A. MCKENZIE, Environmental and genetic effects 
on the asymmetry phenotype: diazinon resistance in the Australian sheep blowfly, Lucilia 
cuprina 

Fritz, ANDREAS, MARION ROZOWSKI, CHARLINE WALKER and MONTE WESTERFIELD, Identifica- 
tion of selected gamma-ray induced deficiencies in zebrafish using multiplex polymerase 
chain reaction 


Fu, YONG-BI, and KERMIT RITLAND, Marker-based inferences about epistasis for genes influ- 
encing inbreeding depression 

Fu, YUN-XIN, Estimating the age of the common ancestor of a DNA sample using the number 
of segregating sites 

Gavora, J. S., R. W. FAIRFULL, B. F. BENKEL, W. J. CANTWELL and J. R. CHAMBERS, Prediction 
of heterosis from DNA fingerprints in chickens 

GILBERTSON, LARRY A., and FRANKLIN W. STAHL, A test of the double-strand break repair 
model for meiotic recombination in Saccharomyces cerevisiae 

GILL, KULVINDER S., BIKRAM S. GILL, TAKASHI R. ENDO and TERI TAYLOR, Identification and 
high-density mapping of gene-rich regions in chromosome group / of wheat 

GOLDMAN, ALASTAIR S. H., and MICHAEL LICHTEN, The efficiency of meiotic recombination 


between dispersed sequences in Saccharomyces cerevisiae depends upon their chromosomal 
location 


Go.ic, KENT G., and Mary M. GOLic, Engineering the Drosophila genome: chromosome 
rearrangements by design 


GOUDET, JEROME, MICHEL RAYMOND, THIERRY DE MEEUs and FRANGOIS, ROUSSET, Testing 


differentiation in diploid populations 

GOULD, KAREN A., WILLIAM F. DIETRICH, NATALIE BORENSTEIN, ERIC S. LANDER, and WILLIAM 
F. Dove, Mom] is a semi-dominant modifier of intestinal adenoma size and multiplicity 
in min/+ mice 

GOULD, KAREN A., CINDY LUONGO, AMY R. MOSER, MELANIE K. MCNELEY, NATALIE 
BORENSTEIN, ALEXANDRA SHEDLOVSKY, WILLIAM F. DOVE, KAREN HONG, WILLIAM F. DiE- 
TRICH and Eric S. LANDER, Genetic evaluation of candidate genes for the Mom! modifier 
of intestinal neoplasia in mice 

GRANDJEAN, VALERIE, YOLANDE HAUCK, JACQUES LE DEROUT and LUISA HIRSCHBEIN, Noncom- 
plementing diploids from Bacillus subtilis protoplast fusion: Relationship between mainte- 
nance of chromosomal inactivation and segregation capacity 

GRATTAPAGLIA, DARIO, FERNANDO L. G. BERTOLUCCI, RICARDO PENCHEL and RONALD R. SE- 
DEROFF, Genetic mapping of quantitative trait loci controlling growth and wood quality 
traits in Eucalyptus grandis using a maternal half-sib family and RAPD markers 

Gray, YASMINE H. M., MARK M. TANAKA and JOHN A. SVED, P-element-induced recombination 
in Drosophila melanogaster: hybrid element insertion 

Haarer, B. K., A. CORBETT, Y. KWEON, A. S. PETZOLD, P. SILVER and S.S. Brown, SEC3 
mutations are synthetically lethal with profilin mutations and cause defects in diploid- 
specific bud-site selection 

Harper, Lisa, and MICHAEL FREELING, Interactions of liguleless 1 and liguleless2 function during 
ligule induction in maize 

HART, MARILYN C., LEI WANG and DouGLas E. COULTER, Comparison of the structure and 
expression of odd-skipped and two related genes that encode a new family of zinc finger 
proteins in Drosophila 

HAsSON, ESTEBAN, and WALTER F. EANES, Contrasting histories of three gene regions associ- 
ated with In(3L) payne of Drosophila melanogaster 


689-703 


1387-1397 


229-239 


1735-1745 


339-348 


829-838 


777-784 


27-41 


1883-1890 


43-55 


1693-1711 


1931-1938 


1769-1776 


1777-1785 


871-881 


1205-1214 


1601-1610 


495-510 


1871-1882 


171-182 


1565-1575 


HEINLEIN, MANFRED, Excision patterns of activaior (Ac) and Dissociation (Ds) elements in Zea 
mays L.: implications for the regulation of transposition 


HILTON, HOLLY, and Joby Hey, DNA sequence variation at the period locus reveals the history 
of species and speciation events in the Drosophila virilis group 
HopcE, SuSAN E., and VERONICA J. VIELAND, The essence of single ascertainment 


HOLMBERG, STEEN, and PETER SCHJERLING, Cha4p of Saccharomyces cerevisiae activates transcrip- 
tion via serine/threonine response elements 

HOOGLAND, CHRISTINE, and CHRISTIAN BIEMONT, Chromosomal distribution of transposable 
elements in Drosophila melanogaster. test of the ectopic recombination model for mainte- 
nance of insertion site number 

HORECKA, JOE, and GEORGE F. SPRAGUE, JR., Identification and characterization of FAR3, a 
gene required for pheromone-mediated G, arrest in Saccharomyces cerevisiae 

Hurp, Daryi D., and WILLIAM M. SAXTON, Kinesin mutations cause motor neuron disease 
phenotypes by disrupting fast axonal transport in drosophila 

JAMEs, PHILIP, JOHN HALLADAY and ELIZABETH A. CRAIG, Genomic libraries and a host strain 
designed for highly efficient two-hybrid selection in yeast 

JUDELSON, Howarb S., Genetic and physical variability at the mating type locus of the 
oomycete, Phytophthora infestans 

Kal, TOSHIE, HAROLD E. SELICK and TETSURO YONESAKI, Destabilization of bacteriophage T4 

KEIGHTLEY, PETER D., Nature of deleterious mutation load in Drosophila 

KERNODLE, SHERI P., and JOHN G. SCANDALIOS, A comparison of the structure and function 
of the highly homologous maize antioxidant Cu/Zn superoxide dismutase genes, Sod4 


Kirpy, DAvip A., and WOLFGANG STEPHAN, Multi-locus selection and the structure of variation 
at the white gene of Drosophila melanogaster 


KOLLER, ANTONIUS, JOSEPH HEITMAN and MICHAEL N. HALL, Regional bivalent-univalent 
pairing versus trivalent pairing of a trisomic chromosome in Saccharomyces cerevisiae . 
KRUGER, MIRIAM, and REINHARD FISCHER, Isolation of two apsA suppressor strains in Aspergilts 


Kulick, RORK, JUN-ICHI ASAKAWA, JAMES V. NEEL, MIEKO KODAIRA, CHIYOKO SATOH, DIDIER 
THORAVAL, IRIs L. GONZALEZ and SAMIR M. HANASH, Studies of the inheritance of human 
ribosomal DNA variants detected in two-dimensional separations of genomic restriction 


KUWABARA, PATRICIA E., Interspecies comparison reveals evolution of control regions in the 
nematode sex-determining gene tra-2 

LAGERCRANTZ, ULF and DEREK J. LyDIATE, Comparative genome mapping in Brassica 

LARSSON, J., J. ZHANG and A. RASMUSON-LESTANDER, Mutations in the Drosophila melanogaster 
gene encoding S-adenosylmethionine synthetase suppress position-effect variegation .. 

LEDERBERG, JOSHUA, Genetic recombination in Escherichia coli: disputation at Cold Spring 


LEHMANN, Tovi, WILLIAM A. HAWLEY and FRANK H. CoL.ins, An evaluation of evolutionary 
constraints on microsatellite loci using null alleles 

LeNDVAY, THOMAS S., DANNA K. Morris, JEANNIE SAH, BHUVANA BALASUBRAMANIAN and 
VicTORIA LUNDBLAD, Senescence mutants of Saccharomyces cerevisiae with a defect in 
telomere replication identify three additional EST genes 

LESLIE, JOHN F., and KetrH K. KLEIN, Female fertility and mating type effects on effective 
population size and evolution in filamentous fungi 

Liu, HAOPING, CoRA ANN STYLES and GERALD R. FINK, Saccharomyces cerevisiae S288C has a 
mutation in FLO8, a gene required for filamentous growth 


1851-1869 


1015-1025 
1215-1223 


467-478 


197-204 


905-921 


1075-1085 


1425-1436 


1005-1013 


7-14 


1993-1999 


317-328 


635-645 


957-966 


533-540 


307-316 


597-607 
1901-1908 


1329 


439-443 


1155-1163 


1399-1412 


557-567 


967-978 


| 
| 


LOHE, ALLAN R., Davip T. SULLIVAN and DANIEL L. HArTL, Subunit interactions in the 
mariner transposase 

LonG, ANTHONY D., SUSAN L. MULLANEY, TRUDY F. C. MACKAY and CHARLES H. LANGLEY, 
Genetic interactions between naturally occurring alleles at quantitative trait loci and 
mutant alleles at candidate loci affecting bristle number in Drosophila melanogaster .... 

LUKENS, LEwis, HUANG YICUN and GEORGIANA May, Correlation of genetic and physical maps 
at the A mating-type locus of Coprinus cinereus 

Luo, MING-CHENG, JORGE DuBcovsky and JAN DvorAK, Recognition of homeology by the 
wheat locus 

MACHIN, NATHAN A., JANET M. LEE KATAYOUN CHAMANY and GEORJANA BARNES, Dosage 
suppressors of a Benomyl-dependent tubulin mutant: evidence for a link between micro- 
tubule stability and cellular metabolism 

Mackay, TrupyF. C., and JAMEs D. Fry, Polygenic mutation in Drosophila melanogaster: genetic 
interactions between selection lines and candidate quantitative trait loci 

Mackay, Trupy F. C., J. BRANT HACKETT, RICHARD F. LYMAN, MARTA L. WAYNE and ROBERT 
R. H. ANHOLT, Quantitative genetic variation of odor-guided behavior in a natural popu- 
lation of Drosophila melanogaster 

MAO-DRAAYER, YANG, ANNE M. GALBRAITH, DOUGLAS L. PITTMAN, MARC CooL and Rosert E. 
MALONE, Analysis of meiotic recombination pathways in the yeast Saccharomyces cerevisiae 


MARHOUL, JOHN F., and THOMAs H. ADAMs, Aspergillus fabM encodes an essential product 
that is related to poly(A)-binding proteins and activates development when overex- 


McCaMMOoNn, MARK T., Mutants of Saccharomyces cerevisiae with defects in acetate metabolism: 
isolation and characterization of Acn” mutants 


McCRACKEN, ARDYTHE A., IGOR V. KARPICHEV, JAMES E. ERNAGA, ERIC D. WERNER, ANDREW 


G. DILLIN and WILLIAM E. COURCHESNE, Yeast mutants deficient in ER-associated degra- 
dation of the Z variant of alpha-l-protease inhibitor 


McKin, Kin S., JEFFREY B. DAHMUs and R. Scott HAWLEY, Cloning of the Drosophila melano- 
gaster meiotic recombination gene mei-218: a genetic and molecular analysis of interval 


MILINKOVITCH, MICHEL C., RICHARD G. LEDUC, JUN ADACHI, FREDERIC FARNIR, MICHEL 
GEORGES and MASAMI HASEGAWA, Effects of character weighting and species sampling 
on phylogeny reconstruction: a case study based on DNA sequence data in cetaceans 

MOCHIZUKI, ATSUSHI, YASUHIKO TAKEDA and YOH Iwasa, The evolution of genomic im- 
printing 

MORCILLO, PATRICK, CHRISTINA ROSEN and DALE DorsetTT, Genes regulating the remote 
wing margin enhancer in the Drosophila cut locus 

MOSCHETTI, ROBERTA, RUGGIERO CAIzZI and SERGIO PIMPINELLI, Segregation distortion in 
Drosophila melanogaster: genomic organization of responder sequences 

MUSHEGIAN, ARCADY R., and EUGENE V. KOONIN, Sequence analysis of eukaryotic develop- 
mental proteins: ancient and novel domains 

NEvo-Caspl, YAEL, and MARTIN KupikEc, Induction of Ty recombination in yeast by cDNA 
and transcription: Role of the RADI and RAD52 genes 

NOACK, KATHARINA, RAFAEL ZARDOYA and AXEL MEYER, The complete mitochondrial DNA 
sequence of the bichir (Polypterus ornatipinnis), a basal ray-finned fish: Ancient establish- 
ment of the consensus vertebrate gene order 

Orr, H. ALLEN, DOBZHANSKY, BATESON, and the Genetics of Speciation 

PALOPOLI, MICHAEL F., ANDREW W. Davis and CHUNG-I WU, Discord between the phylogenies 


inferred from molecular versus functional data: Uneven rates of functional evolution or 


1087-1095 


1497-1510 


1471-1477 


1195-1203 


1363-1373 


671-688 


727-735 


71-86 


1463-1470 


57-69 


1355-1362 


1817-1833 


1283-1296 


1143-1154 


1665-1671 


817-828 


947-955 


1165-1180 
1331-1335 


1321-1328 


PARDO, ENEIDA H., SUZANNE F. O’SHEA and LORNA A. CASSELTON, Multiple versions of the 
A mating type locus of Coprinus cinereus are generated by three paralogous pairs of 
multiallelic homeobox genes 

PEICHEL, CATHERINE L., CATHERINE M. ABBOTT and THOMAS F. VocrT, Genetic and physical 
mapping of the mouse Ulnaless locus 

PENALVA, Luiz O. F., HIROSHI SAKAMOTO, AUREA NAVARRO-SABATE, SAKASHITA, BEGONA 
GRANADINO, CARMEN SEGARRA and LucAS SANCHEZ, Regulation of the gene sex-lethal: a 
comparative analysis of Drosophila melanogaster and Drosophila subobscura 

PERRIMON, NORBERT, ANNE LANJUIN, CHARLES ARNOLD and ELIZABETH NOLL, Zygotic lethal 
mutations with maternal effect phenotypes in Drosophila melanogaster. 11. Loci on the 
second and third chromosomes identified by P-element-induced mutations 

PERRY, WILLIAM L., TAKURO NAKAMURA, DEBORAH A. SWING, LISA SECREST, BRYN EAGLESON, 
CAROLYN M. HustTaD, NEAL G. COPELAND and NANCY A. JENKINS, Coupled site-directed 
mutagenesis/transgenesis identifies important functional domains of the mouse agouti 


PLUZHNIKOV, ANNA, and PETER DONNELLY, Optimal sequencing strategies for surveying mo- 
lecular genetic diversity 

Pons, O., and R. J. PetrT, Measuring and testing genetic differentiation with ordered versus 
unordered alleles 

PorTER, MAry E., JULIE A. KNOTT, STEVEN H. MYSTER and SAMUEL J. FARLOW, The dynein 
gene family in Chlamydomonas reinhardtu 

POWELL, W., M. MORGANTE, J. J. DoyLe, J. W. MCNicOoL, S. V. TINGEY and A. J. RAFALSKI, 
Genepool variation in genus Glycine subgenus Soja revealed by polymorphic nuclear and 
chloroplast microsatellites 

PRAVTCHEVA, DIMITRINA D., and THOMAS L. WISE, A transgene-induced mitotic arrest muta- 
tion in the mouse allelic with Oligosyndactylism 


PRESTON, CHRISTINE R., and WILLIAM R. ENGELS, P-element-induced male recombination 
and gene conversion in Drosophila 


PRESTON, CHRISTINE R., JOHN A. SVED and WILLIAM R. ENGELS, Flanking duplications and 
deletions associated with P-induced male recombination in Drosophila 


PRIVAL, MICHAEL J., and THOMAS A. CEBULA, Adaptive mutation and slow-growing revertants 
of an Escherichia coli lacZ amber mutant 


Prout, TIMOTHY, and ANDREW G. CLARK, Polymorphism in genes that influence sperm 


PUDOVKIN, A. I., D. V. ZAYKIN and D. HEDGECOCK, On the potential for estimating the effec- 
tive number of breeders from heterozygote-excess in progeny 


RASOOLY, REBEKAH S., Morewright (mwr), a new meiotic mutant of Drosophila melanogaster 
affecting nonexchange chromosome segregation 


RAWSON, PAUL D., CAROL L. SECOR and THOMAS J. HILBISH, The effects of natural hybridiza- 
tion on the regulation of doubly uniparental mtDNA inheritance in blue mussels (Mytilus 
GAD 


ROBBINS, LEONARD G., Specificity of chromosome damage caused by the Rex element of 


ROBERTSON, C. IAN, KirK A. BARTHOLOMEW, CHARLES P. NOVOTNY and ROBERT C. ULLRICH, 
Deletion of the Schizophyllum commune Aa locus: The roles of Aa Y and Z mating-type 


Roeper, Amy D., and JANET M. SHAW, Vacuole partitioning during meiotic division in yeast 
RONSSERAY S., M. LEHMANN, D. NouAUD and D. ANXOLABEHERE, The regulatory properties 
of autonomous subtelomeric P elements are sensitive to a Suppressor of variegation in 


Drosophila melanogaster 


87-94 


1757-1767 


1681-1692 


255-264 


1247-1262 


1237-1245 


569-585 


793-803 


1747-1756 


1611-1622 


1623-1638 


1337-1341 


401-408 


383-387 


1725-1734 


241-248 


109-115 


1437-1444 
445-458 


1653-1664 


RUSSELL, STEVEN R. H., GERTRUD HEIMBECK, CATHERINE M. GODDARD, ADELAIDE T. C. CAR- 
PENTER and MICHAEL ASHBURNER, The Drosophila Eip78C gene is not vital but has a 
role in regulating chromosome puffs 


RZHETSKY, ANDREY, JOAQUIN Dopazo, ERIC SNYDER, CHARLES A. DANGLER and FRANCISCO 
Jost AyALa, Assessing dissimilarity of genes by comparing their RNAse a mismatch 
cleavage patterns 

SAKAI, J., and N. KLECKNER, Two classes of Tn /0 transposase mutants that suppress mutations 
in the Tn/0 terminal inverted repeat 

SALZ, HELEN K., and THOMAS W. FLICKINGER, Both loss-of-function and gain-of-function 
mutations in snf define a role for snRNP proteins in regulating Sex-lethal pre-mRNA 
splicing in Drosophila development 

SALZBERG, ADI, KRISTA GOLDEN, ROLF BODMER and HUGO J. BELLEN, gutfeeling, a Drosophila 
gene encoding an antizyme-like protein, is required for late differentiation of neurons 


SATAGOPAN, JAYA M., BRIAN S. YANDELL, MICHAEL A. NEWrON and THOMAS C. OsBorRN, A 
Bayesian approach to detect quantitative trait loci using Markov chain Monte Carlo .. 


SAVOLAINEN, OUTI, and PHILIP HEDRICK, Heterozygosity and fitness: no association in Scots 


SCHNORR, JON D., and CELESTE A. BERG, Differential activity of Ras] during patterning of 
the Drosophila dorsoventral axis 

SCHULZE, KAREN L., and HuGo J. BELLEN, Drosophila syntaxin is required for cell viability 
and may function in membrane formation and stabilization : 

SEGARRA, CARMEN, GRISELDA RIBO and MONTSERRAT AGUADE, Differentiation of Muller’s 
chromosomal elements D and E in the obscura group of Drosophila 


SHOEMAKER, R. C., K. POLZIN, J. LABATE, J. SPECHT, E. C. BRUMMER, T. OLSON, N. YOUNG, 
V. CONCIBIDO, J. WILCOX, J. P. TAMULONIS, G. KOCHERT and H. R. BOERMA, Genome 
duplication in soybean (Glycine subgenus soja) 

SIEGAL, MARK L., and DANIEL L. HARTL, Transgene coplacement and high efficiency site- 
specific recombination with the Cre/loxP system in Drosophila 


SIMMONS, MICHAEL J., JOHN D. RAYMOND, CRraAiG D. GRIMES, CARINA BELINCO, BRET C. HAAKE, 
MAUREEN JORDAN, CHAD LUND, Topp A. OJALA and DAvID PAPERMASTER, Repression of 
hybrid dysgenesis in Drosophila melanogaster by heat-shock-inducible sense and antisense 
P-element constructs 

SMITH, MYRON L., CHRISTOPHER J. YANG, ROBERT L. METZENBERG and N. LOUISE GLAss, 
Escape from het-6 incompatibility in Neurospora crassa partial diploids involves preferential 
deletion within the ectopic segment 

SPELMAN, RICHARD J., WOUTER COPPIETERS, LATIFA KARIM, JOHAN A. M. VAN ARENDONK and 
HENK BOVENHUIS, Quantitative trait loci analysis for five milk production traits on chro- 
mosome six in the dutch holstein-friesian population 

SPENCER, HAMISH G., and JANINE A. BARNETT, Mutation-selection balance at a modifier-of- 
imprinting locus 

STABILE, JOSEPH, JOHN R. WALDMAN, FRANK PARAUKA and ISAAC WIRGIN, Stock structure 
and homing fidelity in Gulf of Mexico sturgeon (Acipenser oxyrinchus desotoi) based on 
restriction fragment length polymorphism and sequence analyses of mitochondrial DNA 

StaM, LYNN F., and CaTHy C. LaAuri£, Molecular dissection of a major gene effect on a 
quantitative trait: The level of alcohol dehydrogenase expression in Drosophila melano- 


STEPHAN, WOLFGANG, The rate of compensatory evolution 


SUNNUCKS, PAUL, PHILLIP R. ENGLAND, ANDREA C. TAYLOR and DINAH F. HALES, Microsatellite 
and chromosome evolution of parthenogenetic Sitobion aphids in Australia 


159-170 


1975-1983 


861-870 


183-196 


805-816 


1329 


1545-1557 


1713-1724 


139-146 


329-338 


715-726 


1529-1544 


523-531 


767-775 


1559-1564 
419-426 


747-756 


95-108 
| 
1799-1808 
361-367 


TAKEZAKI, NAOKO, and MASATOSHI NEI, Genetic distances and reconstruction of phylogenetic 
trees from microsatellite DNA 

TEMPLETON, ALAN R., Contingency tests of neutrality using intra/interspecific gene trees: 
The rejection of neutrality for the evolution of the mitochondrial cytochrome oxidase 
II gene in the hominoid primates 

TimMons, LIsA, and ALLEN SHEARN, Germline transformation using a prune cDNA rescues 
prune/killer of prune lethality and the prune eye color phenotype in Drosophila 

TORREBLANCA, JOAQUIN, and JOSEP CAsADESUs, DNA adenine methylase mutants of Salmonella 
typhimurium and a novel Dam-regulated locus 

TORRONI, ANTONIO, KIRSI HUOPONEN, PAOLO FRANCALACCI, MAURIZIO PETROZZI, LAURA Mo- 
RELLI, ROSARIA SCOZZARI, DOMENICA OBINU, MARJA-LIISA SAVONTAUS and DOUGLAS C. 
WALLACE, Classification of European mtDNAs from an analysis of three European popu- 


TUFTO, JARLE, STEINAR ENGEN and KjETIL HINDAR, Inferring patterns of migration from gene 
frequencies under equilibrium conditions 

VAIMAN, DANIEL, LAURENT SCHIBLER, FLORENCE BOURGEOIS, ANNE OusTRY, YVES AMIGUES 
and EDMOND P. Crisiu, A genetic linkage map of the male goat genome 

VAN DER LOO, WESSEL, PATRICK BOUsSES, CHRISTIAN P. ARTHUR and JEAN-LOUIS CHAPUIS, 
Compensatory aspects of allele diversity at immunoglobulin loci: Gene correlations in 
rabbit populations devoid of light chain diversity (Oryctolagus cuniculus L.; Kerguelen 


VANNIER, DAVID, DINA BALDERES and DAviD SHORE, Evidence that the transcriptional regula- 
tors SIN3 and RPD3, and a novel gene (SDS?) with similar functions, are involved in 
transcriptional silencing in S. cerevisiae 

VELOT, CHRISTIAN, PETER HAVIERNIK and Guy J.-M. LAUQUIN, The Saccharomyces cerevisiae 
RTG2 gene is a regulator of aconitase expression under catabolite repression conditions 

VERHEYEN, ESTHER M., KAREN J. PURCELL, MARK E. FORTINI and SpyROS ARTAVANIS-TSAKONAS, 
Analysis of dominant enhancers and suppressors of activated Notch in drosophila 


VISSCHER, PETER M., Curis S. HALEY and ROBIN THOMPSON, Marker-assisted introgression in 
backcross breeding programs 


WANG, RONG-LIN, and Joby HEy, The speciation history of Drosophila pseudoobscura and close 
relatives: Inferences from DNA sequence variation at the period locus 


WATT, PAUL M., IAN D. HICKSON, RHONA H. BorTs and Epwarp J. Louis, SGS/, a homologue 
of the Bloom’s and Werner’s syndrome genes, is required for maintenance of genome 
stability in Saccharomyces cerevisiae 

Weber, K. E., Large genetic change at small fitness cost in large populations of Drosophila 
melanogaster selected for wind tunnel flight: rethinking fitness surfaces 


WEI, MING, ARMANDO CABALLERO and WILLIAM G. HILL, Selection response in finite popula- 


WHITE-CoopPeR, HELEN, MAR CARMENA, CAYETANO GONZALEZ and DAviID M. GLOVER, Muta- 
tions in new cell cycle genes that fail to complement a multiply mutant third chromo- 
some of drosophila 

WILLHOEFT, UTE, and GERALD FRANZ, Identification of the sex-determining region of the 
Ceratitis capitata Y chromosome by deletion mapping 

XIA, XUHUA, Maximizing transcription efficiency causes codon usage bias 

Xu, SHIZHONG, Computation of the full likelihood function for estimating variance at a 
quantitative trait locus 

XUE, ZHIXIONG, XIAOYIN SHAN, ALEX SINELNIKOV and TERI MELESE, Yeast mutants that pro- 
duce a novel type of ascus containing asci instead of spores 


1835-1850 


1909-1919 


279-305 


1181-1194 


1343-1353 


893-903 


1127-1141 


1921-1930 


1113-1126 


935-946 


205-213 


1959-1973 


1097-1111 


737-745 
1309-1320 


1949-1958 


389-399 
1263-1270 
1589-1600 
15-26 
979-989 


YANG, YINGYING, ANTHONY L. JOHNSON, LELAND H. JOHNSTON, WOLFRAM SIEDE, ERROL C. 
FRIEDBERG, KARTHIKEYAN RAMACHANDRAN and BERNARD A. KUNZ, A mutation in a Sac- 
charomyces cerevisiae gene (RAD3) required for nucleotide excision repair and transcrip- 
tion increases the efficiency of mismatch correction 

YANG, ZIHENG, Statistical properties of a DNA sample under the finite-sites model 


YAO, JIANBO, SAMUEL E. AGGREY, DAVID ZADWORNY, J. FLAN HAYES and Urs KOHNLEIN, Se- 
quence variations in the bovine growth hormone gene characterized by single-strand 


conformation polymorphism (SSCP) analysis and their association with milk production 
traits in holsteins 


YUAN, XIAOQING, MARY MILLER and JOHN M. BELOTE, Duplicated proteasome subunit genes 
in Drosophila melanogaster encoding testes-specific isoforms 
ZARS, TROY, and Davip R. HyDE, rdgE: a novel retinal degeneration mutation in Drosophila 


ZHU, JUNWEI, CHRISTER LOFSTEDT and BENGT O. BENGTSSON, Genetic variation in the strongly 
canalized sex pheromone communication system of the European corn borer, Ostrinia 
nubilalis Hibner (Lepidoptera; Pyralidae) 

ZILLES, JULIE L., and DIANA M. Downs, A novel involvement of the PurG and Purl proteins 
in thiamine synthesis via the alternative pyrimidine biosynthetic (APB) pathway in Salmo- 


459-466 
1939-1948 


1809-1816 


147-157 


127-138 


757-766 


883-892 


| | 
| 


